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RESULTS

Idiopathic pulmonary fibrosis (IPF) is a progressive fibrosing interstitial lung disease associated with high - After data pre-processing, 243 patients had all three data types available for analysis. Association between SNF clusters and disease progression

mortality.’ « QOverall, 1305 protein, 1051 total RNA and 472 microRNA analytes were included in the clustering analysis. - Based on the SNF model, cluster 2 had worse disease progression compared with cluster 1 (Figure). Time to death, lung transplant, or FVC decline >10%
The complexity and heterogeneity of the disease make phenotyping of patients with IPF a challenge. - The recommendation for the optimal number of clusters K varied across models: predicted was significantly different between the clusters (p=0.002).

Leveraging different “omics” data may help us to establish an understanding of molecular-based IPF subtypes. — iClusterPlus had monotonically decreasing BIC

The Idiopathic Pulmonary Fibrosis Prospective Outcomes (IPF-PRO) Registry (NCT01915511) is a multi-centre — iClusterBayes suggested three to four clusters

observational US registry of patients with IPF.2 Figure. Kaplan-Meier curves for composite disease progression outcomes by clusters identified using the SNF model

— SNF suggested two clusters.

- There was large overlap in cluster memberships across the models (Table 1). Clusters identified using the SNF model were chosen for further evaluation
as these represented the smallest number of clusters and captured the overlap in the other models.
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Table 1. Cluster membership consensus across iClusterPlus, iClusterBayes and SNF related hospitalization
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data at baseline were used in integrative clustering analysis. - Results from the SNF model with two clusters showed that cluster 2 had significantly worse baseline disease severity based on mean DLco % predicted, Number at risk Number at risk
Three approaches were applied: iClusterPlus,? iClusterBayes* FVC % predicted, and composite physiologic index (CPI)® (Table 2).
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